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Computer simulation is an important research tool in today’s scientific world. Computers
allow us to perform computations that mimic the behavior of complex (biological) systems
in ways that we could not otherwise achieve. You could think of these simulations as a
computer game, in which a virtual world is created that works according to certain (e.g.,
physical) rules. While we play the game, we learn the rules governing this virtual world

and its environment, and also the way that we affect this world as players.

When using computer simulations in science, one of the most important principles is one
that I call “Just right.” According to this principle, we need to build a model that is not
too simple and not too complicated. If the model is too simple, it will not describe the
phenomenon we want to investigate in sufficient detail. In contrast, if the model is too
complicated, we will not be able to use it to get information that will contribute to our
understanding. I think that every researcher should understand what they are doing at
a simple and basic level, so that they can explain their research to others. If someone
says that they have discovered something great but it is too complicated to explain, I get
filled with doubts and I am not convinced that they really understand what they are
studying. Therefore, I always search for the simplest model that is good enough. I believe
that this is a very general idea for life—each explanation has its own “just right” level.
Therefore, I advise you to always look for the simplest explanation that clarifies what

you are trying to understand—not more and not less.
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